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Human DOK4 qPCR Primer Pair
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QH45605S Human DOK4 qPCR Primer Pair 200X
FEamiE T
» Human DOK4 qPCR Primer Pair, EIADOK4 qPCR5I¥Xf, FZHTHTSYBR GreenfJqPCR. One-Step qRT-PCREX

>

semi-quantitative PCR, A5 [¥IATSERIH. SidqPCREIE, FRAFIIX,
gPCR (Quantitative PCR)BIE&PCR, WFRELH % E BPCRE LM & &PCR (Real-time quantitative PCR), SZHfPCR
(Real-time PCR), /2—F{EDNAY ¥ RMIIFEF, PATOLEBNEF DI RAEHE RN (PCREREF=MEEN L, qPCRE
FARIFRN TR SYBR GreenZ ik WY RHEMIREH ., SYBR GreenZud ekl AH AL, IER R AIDNALE &Yk}
SYBR Greens AU PCRISFEHFIREIPCRY /=) ; MitRET1%(Probe method), WHE#F A TagManiRErE, MERDEEH
L, TR IR AR K EE A (Quencher) ARIE I DNATREHE M UE I PCRAGIY B AR 41 (1,2]0

XTSYBR Green¥GuklE, FIMEXREL, REFSIVW™HRABARIFENGIEHERE, METRIGFEERIE, R4
f, V8RR, S _RETERLERK, qPCREGEREE; RRF5IN—MBERESMNE T (Span exon junctions), & 1%
HRNHADNA (gDNA)WYH[3,4]; RZRFINEIWr=RIEEEE, JUFEE TITE AR/NIER; 51N TMEL60°C, KZ4L
=Y (Amplicon) UK EZ190-160bp, R = KRIETRALE A& ME 5@ G Y & (Primer Panel/Primer Array),

AP EATIRG TR, S8 & ER519% (Forward primer, AR _EH7519)f1 A5 (Reverse primer, thWFR NilF5(4) %
1nmol, #2nmol, ~&EEEEE(Nuclease-free), HFEINA400plBAKIARK2.5uM each, BRI, 1%20ulsk25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name docking protein 4
Gene Symbol DOK4
Synonyms IRS5; IRS-5
Organism Human
Gene ID 55715
UniProt ID Q8TEW6
Main Accession No. NM_018110

Other Accession No.

NM_001330556, NM_018110, NM_018110.1, NM_018110.2, NM_018110.3, BCO003541,
BC001540, BU633102, NM_001369619, NM_001369621, NM_001369618, NM_001369620,

NM_018110.5

Map Location

16g21

Pathway

Gene Summary

Predicted to be involved in positive regulation of MAPK cascade and transmembrane
receptor protein tyrosine kinase signaling pathway. Predicted to act upstream of or
within nervous system development. Predicted to be located in cytosol. Predicted to be
active in cytoplasm. [provided by Alliance of Genome Resources, Apr 2022]

Amplicon Information

Amplicon Length (bp) | 110
NCBI mRNA ID NM_018110.5
NCBI Protein ID NP_060580.2
Ensembl Transcript ID | ENST00000340099.10
Ensembl Gene ID ENSG00000125170.11
Ensembl mRNA ID DOK4-201
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QH45605S Human DOK4 qPCR Primer Pair 1nmol each

_ Vi 1153
RIEFFMG:
-20°CHRfR, BENEIBEHTIE Y 704, B9 E iRl
AREI
> PCRY YK E R e RE R F G L ML MG £ R,
> BIAARRYN G|V mRR R EAEE G, BEBGETIERIIZ(Melt curve) AT AFEY 18 = N R Tk, WA — Mafh

Ll O B IR R R SEDNAF= I TmAE), VARG —Fa—r=; RIS EIAE, 2kl RlREES Y

CRIREAER R, FEAEERADNAG S, B MOREAE G, BIOR BN SIS B (No template control, NTC),

RV B7 A 22 B2 BRASAR DASNAT R G IR L EH 77, ARAEARE S FLAITCREON IRFLIB R I ZRI 2 5, FTAIBT R SIS 1Y _RIAsH T

HIEIE S Y 1,

> HRMAKRTEEY W= Yis4, HESERPHE R qPCR Mix,

> AERURTFEWAREERTH, AMEATIMRSHEGETT, AMEATRRNZE, NMEERTEEEEN,
> NTERNZEMERE, EELRREE —RETFERE,

fERAE:

1. PCRIRMERINBEHE

a. JREATEET, 3000-8000 X gBHL14r8h, DA SN 5 [V FREUE, BEMA400pl@8aUK, Jomir s FaBEIRSIER, R
JEEOHUPREEOLR, FAHEEERRERITIRS, H15400u] 2.5uM eachfyPrimer Mix, B4/ # F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. RlfEIHIRSIPCRZ N TS /ITE R, SYBR Green qPCR MixTh el EHIRS G E Tk LBkEWN, #HEEH
BeyoFast™ SYBR Green gqPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fii54%&) (D7501/D7503/D7507)8BeyoFast™ SYBR Green One-Step
gRT-PCR Kit (Fii5 %) (D7509).

c. SETFREZRBUKNA LIRBEPCRRMNAR, PL96FLIRFIBeyoFast™ SYBR Green qPCR Mix (2X) 9,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul
F1: @ES LR E0.2-0.5uM eachi I3RS RAFHRETIIRAER, AT RIEEMAE0.1-1.0uM eachyEREINTE%ES 11112
W,
H2: JFEHEDNAKMRMEDLAL-10ng cDNAKHZE &, FARYAMIERSSHENENEREEORE, maELE, Ak
MR O AR TR SRR RE, DA E SRR 2, RT-PCRMISEIMCDNA EZE AR, HRMEAE @Y
PCRZ M EMARIRT10%,
H3: 6L R BIAZR 20ul, W] DURIESERRSEIR TR K, t&bufly Reids/ N MR R,
W4 ABOZEANNRIBA M R,

d. ABHSRREUITRS NS M VortexiRs], HERELERD, HRAERRETER, MM HBeyoFuge™ EAl T MFLARES O
(BER, 2500rpm) (E6758)HH THLIHE L,

e. HREFHPCRRNEBPCRRMRE TRICERPCRIN I, FFIHEEPCRR I,

2. PCRizMF:

TEReal-time PCRR M FTHATEARAIFIAM:, JEHEIRENISC 2778, XS GCEME Y ERKNER5-1073%, ARFEFZ

ABI QuantStudio™ 6 Flex#¢ )& & PCRIHH:

a. TIASME: 95°C 29749,

b. ZsPE: 95°C 158,

c. IBX/EEM: 60°C 15-30%D;

d. BEESEbMS e, EIL40ME,

e. WMREIZLSMT(ATIE): 95°C 158, 60°C 158, 95°C 158);

f. EREE EPCRIR IR s He

i DLERFNEMqPCRR N RS, hSF, LR M AFRBNR, 51WFENENARmESR, FRE\ESER, 51%. BRA

BRI E R R N 24, AR LEBIHOR S/ N NAR R, LR AP EQPCR, WK =2%qPCR, RTAEIER K /FEH

JEn—272°C 30%), BEEEE b, cAIGMATIX—DRIL40MEIRRITT,

SE R
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1. AAZ5194:
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QHO00001 Human ACTB qPCR Primer Pair 200/1000/5000¢X
QH00005 Human B2M gPCR Primer Pair 200/1000X
QHO00009 Human GAPDH gPCR Primer Pair 200/1000/5000¢%
QHO00013 Human GUSB gPCR Primer Pair 200/1000¢X
QH00017 Human HCK qPCR Primer Pair 200/1000¢%
QH00021 Human HMBS qPCR Primer Pair 200/1000¢%
QH00025 Human HPRT1 qPCR Primer Pair 200/1000¢X
QH00029 Human HSP90AA1 gPCR Primer Pair 200/1000¢X
QH00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢X
QHO00037 Human LDHA gPCR Primer Pair 200/1000¢X
QH00041 Human NONO gPCR Primer Pair 200/1000¢%
QH00045 Human PGKI1 gqPCR Primer Pair 200/1000¢%
QH00049 Human PPIA qPCR Primer Pair 200/1000¢X
QH00053 Human RPL30 gPCR Primer Pair 200/1000¢X
QHO00057 Human RPLPO gPCR Primer Pair 200/1000/5000¢%
QHO00061 Human RPLP1 qPCR Primer Pair 200/1000¢X
QH00065 Human SDHA gPCR Primer Pair 200/1000¢%
QH00069 Human TBP qPCR Primer Pair 200/1000¢%
QHO00073 Human TFRC qPCR Primer Pair 200/1000¢X
QH00077 Human YWHAZ gPCR Primer Pair 200/1000¢X
QH00081 Human PPIH gPCR Primer Pair 200/1000¢X
QHO00085 Human RPL13A qPCR Primer Pair 200/1000¢X
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢X
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000¢%

i¥: #E#AEHGAPDH, RPLPO. ACTB. TUBBHIB2M{EANWNZ, (BRI =FFLIEIHELKFNR, A=A HHPRT1L

RNA18S51EANZ, NIKBIHRNISKIRACR, ks Py 2 [5-6].

2. /INAHNZSTIPIN

e S R AR (23
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢X
QMO00006 Mouse Rplp0 gPCR Primer Pair 200/1000/5000¢X
QMO00010 Mouse B2m qPCR Primer Pair 200/1000¢X
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000{%
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000¢%
QMO00030 Mouse Hsp90abl qPCR Primer Pair 200/1000¢X
QMO00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QM00038 Mouse Ldha qPCR Primer Pair 200/1000X
QM00042 Mouse Pgkl qPCR Primer Pair 200/1000¢X
QM00046 Mouse Rn18s qPCR Primer Pair 200/1000¢X
QMO00050 Mouse Rpl30 qPCR Primer Pair 200/1000¢%
QMO00054 Mouse Tbp qPCR Primer Pair 200/1000¢X
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QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢%
QM00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢X
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢%
QMO00070 Mouse Ywhaz qPCR Primer Pair 200/1000/X
QM00074 Mouse Nono qPCR Primer Pair 200/1000¢X
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000¢%
QMO00082 Mouse Ppih qPCR Primer Pair 200/1000¢%
QM00086 Mouse Sdha qPCR Primer Pair 200/1000¢X
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢X
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000/X

#: #HEMHEAHGapdh. Rplp0. Actb. TubbMB2mfEANNZ, (HUMRX=FHITLHEH ALK, TAZIAF HHprt18Rn18s
TERNZ, RIREHRENSERRCE, LiRg 1Yy iR EH[5-6],
3. E[FDNA (gDNA)5 ¥ (F F gDNAS GeAa) :

I s FE AR B3
QH00101 Human HGDC Primer Pair 200/1000¢k
QMO00098 Mouse MGDC Primer Pair 200/10007k

i£: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR Mix M FE# :

IR s 72 A HR (kS
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500¢X
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, Bhi54%) 1/5/25ml
D7503 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX, Fji5 §+%!) 1/5/25ml
57507 BeyoFast™ SYBR Green quj) Mix (2X, High ROX, Biji5 4% 1/5/25ml

it
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit (Bi7542) 100/500¢%X
FASAO11-1pc BeyoGold™ &R IEHIHR IS
FSF002 POCE mPCRABIRIE(ABL/14%) 207/
FSF035-100pcs BeyoGold™#% Y& fk PCR F SR () 100)7 /(1%
FSF039-20pcs BeyoGold™ (e & PCRA B IR (FE B, i 157 45) 20/ /83
FSF039-100pcs BeyoGold™»é e & PCRA BRI (B, #1177 4E) 100 /604
FTUB325-1box BeyoGold™ qPCR/\BHEE (0.2ml, 25, EHH) 1258 /&
FTUB325-10bxs BeyoGold™ qPCR/\IHFE (0.2ml, V=%, &) 125HF/5&, 108 /4
FTUB333 POEE BPCRAIGILIR(ABLFE) 2057 /0%
FTUB384 PO RPCRAI384LIR (ABI 53 %%) 20 F7/ %
FTUB335-1box BeyoGold™Z )& s PCRAI96FLAR (0.2ml, FotEiz, iEHH) 107N/&
FTUB335-5bxs BeyoGold™ )& s PCRAI96FLAR (0.2ml, FotR iz, iEHA) 104N/&, SE/F
FTUB337-1box BeyoGold™Ze e B PCRAI6FLIR(0.2ml, 4712, BEHH) 10N/&
FTUB337-5bxs BeyoGold™# K E & PCRAII6FLAR(0.2ml, 481k, 1#EHA) 101N/, S&/4
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